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Human PSM constructs 
(schematic representation) 

CYTTM ^^^^ EcoRl Partll 

hPSMO.O HM^BMM^^^^^^^^^^^^^^^^ 

1 20 44 437 750 

Region 0 (D (D ®(D (D (7) (D (D (®) 

15-52 87-108 210-230 269-289 298-324 442-465 486-514 598-630 643-662 672-699 



hPSM1.1 wm rPTTTm 



hPSM6.1 HKMS^^^HI^H^^HHKEO 

hPSM8.1 — 



hPSM10.1 ■K^QKHHIHMMHMMHMHMHKEO 
hPSM1.6 HOZWHI^HH^KKSDIIIi^^^^HMHHi 



hPSM1.8 

hPSM1.10 ■KmHHMH^HH^HM^HHHHMili^H^K3n] 



hPSM1.2 
hPSM1.3 



hPSM1.5 mam:szmm^^^mmmmmmi 

hPSM2.1 



hPSM3.1 

hPSM5.1 MKaniBii^M^MMiMMpa 

hPSMS.O HHMB^^HKHHK 



hPSMIO.O MHMMMMMHMHHIilHH^^HlOO 

hPSMO.1 



hPSMLO 
hPSM6.3 



hPSMS.a i^MB^M^man 

hPSMIO.3 HHMH^HSni^^^MHHMMHBHMKO 

hPSM'6.3 
hPSM'8.3 

hPSM'10.3 HMnSUHB^KHKH^^HKO 



Fig. 4 
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Fig. 5A 



MGSPR3ALSC LLLHLLVLCL 

FTQHVREQSL VTDQLSRRLI 

TFGSRVRVRG AETGLYICMN 

AFTRKGRPRK GSKTRQHQRE 
PEPR 



FGF8e and -f 
QAQEGPGRGP ALGRELASLF 

RTYQLYSRTS GKHVQVLANK 
KKGKLIAKSN GKGKOCVFTE 
VHFMKRLPRG HHTTEQSLRF 



FGF8b and -f 
RAGPEPQGVS QQVTVQSSPN 31 

RINAMAEDGD PFAKLIVETD 91 
:VLEN^5YTAL QNAKYEGWYM 151 
EFLNYPPFTR SLRGSQRTWA 211 

215 



Fig. 5B 




wo 00/20027 ^ PCT/DK99/00525 



6/6 





WT MGSPRSAL SCLLI. HLLVL CLQAOVTVQSSPNFTQHVREQSLVTDQLSRRLIRTYQLYSRTSGKHVQ 66 



F30N MAOVTV rKNFTVSFWLR VPKVSASHLERRLIRTYQLYSRTSGKHVQ 4 6 

F2I MAOVTVQSSPNFTQHVREQSLVTDCLSRRLIRTYQLYSRTSGKHVQ 4 6 

F30I MAOVTVQSSPNFTQHVREQSr.VTDCLSRRLIFTYQLYSRTSGKHVQ 4 6 

F2C MAOVTVQSSPNFTQHVREQS'-VTDOLSRRLIRTYQLYSRTSGKHVQ 4 6 



G3PVRVRGAETGLYICMNKKGKLIAK 119 

C-SRVRVRGAETGLYICMNKKGKLIAK 99 

iGSRVRVRGAETGLYICMNKKGKLTAK 112 

GSRVRVRGAETGLYICMNKKGKLIAK 99 

GSRVRVRGAETGLYICMNKKGKLIAK 99 



WT 


SNG 


KGKDCVFTEIGLENNYTAL'ItJAKYE^WYMAFTRKGRPRKGSKTRQ 


167 


F30N 


SNG 


KGKDCVFTEIGLENNYTALCNAKYEGWYMAFTRKGRPRKGSKTRQ 


lAl 


F2I 


SNG 


kgkdcvfteiglennytal:nakyegwymaf7rkgr?rkgsktro 


160 


F30I 


SNGF^NFTVSFVUBVPKVSASHLEDCVFTEIGLENNYTALC'NAK.YEGWYMAFTRKGRPRKGSKTRQ 


165 


F2C 


SNG 


KGKDCVFTEIGLENNYTALONAKYEGWYMAFTRKGRPRKGSKTRO 


147 



WT 


HQREVHFMKPLPPGHHTTEQSLPFEFLNYPPFT RSLRGS:fRTWA 


PEPR 


215 


F30N 


HQREVHFMKPLPPGHHTTEOSL? FEFLNYPPFT RSLRGS jRTWA 


PEP? 


195 


F2I 


HQREVHFMyPLPPGHHTTEOSLFr EFLNYPPFT RSLRG3:RTWA 


PEPP 


208 


F30: 


HQREVHFMKrLPPGHHTTEQSLPrEFLNYPPFT RSLRGSQRTWA 


PEPP 


213 


F2C 


HQREVHFMFrLPPGHHTTEOSLPFEFLNYPPFTOYlKANSKFI^ITELPEPF 


199 



WT vlankrinamae:>gdpfakxivetotf 

F30N vlankrimamaedgdpfaklivetdtf 

F2I vlankriijamaedgdrfaklivetd oyikans 

F3 0 1 VLANKRI N AMAE I'G D PFAKL I VET DT F 

F2C VLANKRINAMAEDGDPFAKLIVETDTF 



Fig. 6 



